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Abstract: Borrelia burgdorferi sensu stricto is the predominant cause of Lyme disease. B. burgdorferi strains carry several linear
and circular plasmids and this may be also used as a distinguishing property of the bacteria. The presence of a mixed population of
linear and circular plasmids makes separation and characterization of each kind very difficult. In this study, 7 clinical strains of skin
and CSF isolates were determined by clonal selection and plasmid profile of B. burgdorferi by electron microscopy and 2-dimensional
agarose gel electrophoresis. The results demonstrate that the skin isolate (DK1) has 2 different phenotypes A and B, but the CSF
isolate (DK6) has only 1 phenotype. Plasmid profiles from different strains of B. burgdorferi showed extreme complexity analyzed
by conventional agarose electrophoresis. In conclusion, the DK1 strain has 10 plasmids in comparison to 6 plasmids in the DK6
strain. This could be due to a mixture of 2 phenotypes in the DK1 strain. Most of the plasmids in both strains were linear. This
conclusion is supported by DNA hybridization, electron microscopy of plasmids, and amplification experiments with OspA-B specific
primers.
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Introduction

Borrelia burgdorferi is the spirochetal agent that
causes Lyme borreliosis. Numerous approaches have been
used to demonstrate the genetic and phenotypic diversity
among Borrelia strains (1). It has been shown that the
North American strain Borrelia B31 and the 2 Swedish
strains G25 and G74 isolated from ticks have 2
morphologically distinct forms (2). Borrelia burgdorferi
strains carry several linear and circular plasmids and this
may be also used as a distinguishing property of the
bacteria (3-9). Some strains of B. burgdorferi contain
more than 10 plasmids, mostly of a linear structure with
closed hairpin ends (3,10). Borrelia is unique among
prokaryotes in having a small linear chromosome of 1
megabase pairs (11). The presence of linear plasmids has
been reported in several other bacterial species such as
Yersinia pestis (12), Streptomyces (13), Nocardia
opaca (14), Thiobacillus versutus (15), and Rhodococcus
fascians (16). Linear plasmids in prokaryotes have been
shown to possess important functions (11,17). In

B. hermsii, the agent of relapsing fever, several linear
plasmids contain genes for antigenic variation (18). The
genes for the outer surface proteins OspA and OspB in B.
burgdorferi are carried by a linear plasmid of 49 kb size
(19).
The presence of a mixed population of linear and
circular plasmids makes separation and characterization
of each kind very difficult. Different techniques have been
used for the separation of linear and circular plasmids,
like ultracentrifugation, gel electrophoresis, and electron
microscopy. The electrophoretic mobility of plasmids in
the gel is influenced not only by the molecular weight of
the plasmid but also by their conformation. One example
of this phenomenon is the fast mobility of the supercoiled
form relative to the nicked relaxed open circular form of
plasmids (20). We therefore decided to study the
phenotype of skin and CSF isolates, clonal selection, and
plasmid profile of B. burgdorferi by electron microscopy
and 2-dimensional agarose gel electrophoresis and chose
a 25 kb linear plasmid for further investigation.
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phage lambda DNA digested with HindIII, respectively,
were applied.

Materials and Methods
Strains
Seven clinical strains of B. burgdorferi were obtained
from Statens Seruminstitut, Copenhagen, Denmark (21).
Genospecies was determined as described by Marconi et
al. (22), and according to the OspA serotype classification
determined by Wilske et al. (23) (Table 1). The bacteria
were cultured in Barbour Stoenner-Kelly (BSK-II)
medium (4) for 3 weeks at 33 °C.
Plasmid extraction
Plasmid DNA extraction was carried out by alkaline
lysis as previously described (4,10). DNA concentration
was determined spectrophotometrically by measuring the
A260 (24).
Two-dimensional gel electrophoresis
DNA samples were examined by electrophoresis in
0.3% agarose (Sea Kem, FMC Bio Products, Rochland,
ME, USA) gel in TAE buffer (0.04 M Tris-acetate, 0.001
M EDTA). Gels were run at 50 V for 5 min and then at
14 V for 18-24 h, followed by staining with 0.5-1 g/ml
ethidium bromide. After visualization of plasmid bands
with a UV transilluminator (TM-20 UV, Inc. Sangarbier,
CA, USA) the gel was exposed to the same UV light for 5
or 15 min. The lanes of plasmids were cut from the gel
and placed in 90° position from the first dimension in a
new gel holder and the second dimension gel (0.3%) was
poured. Ethidium bromide to a final concentration of
0.5-1 mg/ml was added to the TAE buffer and the gel
was run at 14 V for 18 h. As a characterized control of
circular and linear plasmids, supercoiled pUC18 and

Preparation of DNA probe and hybridization
A 32 mer oligo from the published sequence of the
OspA gene (GenBank accession number X14407 (25) was
designed from base number 139-170
5´-GGAGAATATATTATGAAAAAATATTTATTGGG- 3´.
DNA labeling with DIG and hybridization was carried out
according to the manufacturer’s instructions (Boehringer
Mannheim, Germany).
PCR analysis
In order to obtain PCR primers specific for OspA
and OspB, primers from the conserved region of
OspA and OspB sequence were designed (25).
PR1 5´-GGAGAATATATTATGAAAAAATATTTATTGGA-3´,
PR2, 5´-CGTTTTTAATTTCATCAAGT-3´, PR3 5´GGGGGTTTACTTATATATTATTTTAAAGC-3´. Primers 1
and 2 amplify the OspA gene and primers 1 and 3 amplify
the total sequence of OspA-B operon. PCR was
performed as previously described (21).
Clonal selection of B. burgdorferi in solid medium
Solid medium for growth of borrelia was prepared by
adding special agar-Nobel (Difco Laboratories, MI, USA)
to 100 ml of BSKII broth medium to a final concentration
of 1%. Different dilutions of low passage B. burgdorferi
DK1 were cultured in BSKII-Agar in 70% N2 - 20% H2 10% CO2 and incubated at 33 ºC for 3 weeks. Plates
were examined for the presence of colonies by dissecting
microscope with transmitted light. After growth of
spirochetes on solid medium several well-isolated colonies

Table 1. B. burgdorferi strains, origin, and passage number.
Sourcea

OspA serotypeb

32

Skin, (EM)

1

B. afzelii

11

Skin, (ACA)

2

B. afzelii

DK3

11

Skin, (ACA)

2

B. afzelii

DK4

10

Skin, (EM)

2

B. afzelii

DK5

12

Skin, (ACA)

2

B. afzelii

DK6

12

CSF, (LMR)

4

B. garinii

DK7

30

Skin, (ACA)

1

B. burgdorferi senso stricto

Strain

Passage number

DK1
DK2

a

Genotypeb

EM, erythema migrans; ACA, acrodermatitis chronica atrophicans; CSF, cerebrospinal fluid; LMR, lymphocytic
meningoradiculitis.b Determined by comparison with OspA typing system of Wilske et al. (28).
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Electron microscopy of plasmids DNA from the
DK1 strain

were selected and subcultured into liquid BSKII medium,
incubated in 33 ºC for 3 weeks. Cultures were examined
by dark field microscopy and cells were collected and DNA
was extracted for PCR analysis as mentioned above.

Linear plasmid samples were prepared for electron
microscopy as previously described (3,26).

Electron microscopy of Borrelia

Borrelia strains DK1 and DK6 grown in BSKII medium
at 33 ºC were examined by electron microscopy. Three
milliliters of the medium was centrifuged at 5000 × g for
15 min and 200 l of the harvested cells was either fixed
for 30 min in 200 l of 3% glutaraldehyde buffered in 0.1
M cacodylate with 4.5% glucose or suspended in 200 l of
PBS. After centrifugation for 10 min at 5000 × g the
pellet was suspended in 200 l of PBS. A Formvar-carboncoated copper grid was placed on top of a drop containing
the organisms for 2 min, subsequently dried and negative
stained with 3% phosphotungstic acid (pH 6.8) for 1
min, air dried and photographed in a Philips 201
transmission electron microscope. The Borrelia was
characterized according to the number of flagella and the
cell diameter.

Results and Discussion
We took advantage of the special properties of linear
plasmids to analyze and characterize the complex mixture
of linear and circular plasmids found in isolates of B.
burgdorferi. To study the phenomenon of UV-EtBr
induced nicking of DNA and to demonstrate the feasibility
of the 2-dimensional system we first performed a model
experiment with standard supercoiled circular plasmids
(pUC18), and Hind III fragments of lambda DNA (Figure
1) results showed the feasibility of the technique (details
in the figure legend). Figure 2 illustrates the extreme
complexity of plasmids extracted from several different
strains of B. burgdorferi analyzed by conventional
agarose electrophoresis. Evidently this technique is not

II–

I+

I–

nicked
Linear
2

A

B

C

1

D
A

C

B

D

II+
Figure 1. The effect of UV-EtBr on supercoiled circular plasmid (pUC18) in 5 and 15 min irradiation to UV respectively shows in lane 1 of sample D
2 differently migrating forms of the plasmid, after 5 min exposure to UV 1 slow migrating corresponding to non-nicked plasmid and 1
nicked form of plasmid (with arrow). After 15 min exposure to UV light only the completely converted nicked form of plasmid is formed
(sample D lane 2). Lambda DNA digested with HindIII restriction enzyme separated by 2-dimensional technique is shown in sample C. All
fragments move in a straight line without any upper band. Sample B is a mixture of samples D and C separated by the 2-dimensional
technique; note the ability of 2-dimensional gel electrophoresis to separate the nicked and intact and circular DNA. The arrow indicates the
nicked form of supercoiled circular plasmid. Sample A, EcoRI linearized pUC18, which has the same mobility of linear DNA, illustrating that
nicked and EcoRI digested pUC18 attain the same mobility.
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B

C

D

E

F

G

in more concentrated plasmid DNA analysis. It is possible
that this is the result of extraction of total plasmid from
1 culture containing 2 morphologically distinct borrelia.
DK6 has only 5 linear plasmids.

48 kb

23 kb

9.4 kb
16 kb
14
6.5 kb

12
10

3.3 kb

2.3 kb
2.0 kb

8.0
7.0
6.0
5.0
3.9
2.9

Figure 2. Plasmids profiles from different strains of Borrelia
burgdorferi. The DK1 strain (B), DK5 strain (C), DK6 strain
(D), DK 2 strain (E), DK7 strain (F), and a supercoiled
circular molecular weight marker (G). Linear molecular
markers (A) (HindIII fragments of Lambda DNA). Samples
were separated in 0.3% gel at 14 ºC for 20 h and then
stained with ethidium bromide.

able to discriminate between linear and circular plasmids.
The 2-dimensional technique was used to analyze
plasmids extracted from 3 different B. burgdorferi
isolates: DK1, DK6, and DK7. Figure 3 shows the 3
selected B. burgdorferi strains analyzed by the 2dimensional system. A clear segregation of plasmids with
different properties is observed. Plasmids that move
along the diagonal line (unaffected by the UV-EtBr
nicking) are prevalent in all 3 isolates. The DK7 strain has
4 plasmids dislocated from the diagonal line probably
representing 4 circular plasmids. DK6 has no circular
plasmid and in DK1 only 1 circular plasmid is affected by
UV-EtBr nicking.
We assume that plasmids located along the diagonal
line represent special linear plasmids. It is clear that by
adding more plasmid DNA to the gel we are able to
visualize more plasmid. DK1 has more than 10 plasmids
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The OspA gene is known to be located on a linear
plasmid of 49 kb (25). To demonstrate the identity of
one linear plasmid moving along the diagonal line we
performed a hybridization analysis with a DNA probe
from an OspA gene and it showed that the probe
hybridized to the 49 kb plasmids on the diagonal line
illustrated in Figure 4. PCR analysis of the 25 kb linear
plasmid extracted from the diagonal line with the OspA
specific probe produces a fragment of expected size
corresponding to the primer span in the original OspA
sequence and shows sequence variation between OspA of
the DK1 and DK6 strains. It has been shown previously
that OspA-B genes are located in linear plasmids of
different sizes (27).
Examination of the DK1 strain with transmission
electron microscopy showed 2 morphologically different
cell types: A) a smaller blunt-ended type with a width of
0.2-0.3 m and 7-8 flagella at each end; and B) a larger
type with a tapered end and with width of 0.3-0.4 m and
12-14 flagella at each end. The DK6 strain showed only
1 phenotype with 7-8 flagella at each end (Figure 5).
Previous studies have shown that ticks are able to
transmit 2 different phenotypes of B. burgdorferi. Cells
of strain B31 isolated in the USA from Ixodes dammini
and strain G25 isolated in Sweden from Ixodes ricinus
have similar but not identical ultrastructures. One tick
isolate was found to consist of 2 morphologically
different spirochetes, for which cell size and shape as well
as number of flagella varied (2,28). I. dammini, with its
broad host range, has the potential to acquire multiple
microorganisms (29).
Recently it has been demonstrated, by using a
polymerase chain reaction, that DNA from more than 1 of
the 3 Borrelia species associated with Lyme disease in
Europe was present in the biological fluids of Lyme
disease patients (30). Simultaneous infections with 2
different borrelia could have different explanations; the
tick was infected with more than one species because of
the infection of the host with different borrelia. A second
possibility is successive infectious interrupted larval
meals. A third possibility is an infectious larval meal by a
previously transovarially infected larva. The fourth
possibility is a mixed infection acquired transovarially.
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First dimension

D

B

F
+
First dimension

Second dimension

High MW DNA

49 kb....
25 kb....
Linear

D

Linear

F
+

Linear

B

Figure 3. Two-dimensional gel electrophoresis of 3 strains of B. burgdorferi. (D) The DK7 strain plasmids in which UV-EtBr is nicked is indicated by
arrows. These UV-EtBr nicked plasmid forms most likely represent circular plasmid indicated by the letter c, whereas the plasmid moves
in a diagonal line are linear as a result in this strain; there are 4 plasmids with upper bands revealing the nicked form of circular plasmids
and 4 bands without upper bands revealing linearity of the plasmids. Sample (F) The DK6 strain as all the plasmids moving in a diagonal
line indicating that this strain contains only linear plasmids and there is no upper band in the plasmids and DK1 (sample B) all of the plasmids
except one move in a diagonal line indicating the low content of circular plasmids, the largest plasmid in this strain is circular with an upper
band but linear plasmid including a 49 kb plasmid (encoding the OspA-B genes) has no upper band.
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49 kb linear plasmid

- 48 kb

25 kb linear plasmid

- 23

49 kb linear plasmid

25 kb linear plasmid

- 9.4

- 6.5

- 3.3

- 2.3
- 2.0
1

A

2

MW

1

2

B

Figure 4. Hybridization of total plasmid extracted with the OspA specific probe.
A: Lanes 1 and 2 are total plasmid extracted from the DK1 strain, lane 1 contains more DNA material for detection of low copy number plasmids.
Lane 2 is the same DNA with fewer amounts for clear separation of plasmid bands. 49 and 25 kb plasmids are shown with arrows. Picture b shows
hybridization of OspA specific probe to 49 kb linear plasmid.

Figure 5. Electron microscopy of unfixed, negative stained DK1 strain (skin isolate). This strain
consists of 2 morphologically distinct borrelia A. small and B. larger borrelia. Bar 1 m.
Magnification 10,260 x.
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Figure 6. Electron micrograph of 25 kb plasmid extracted from DK1 strain, magnification 52,000x.

Clonal selection of the DK1 strain by cultivation on
BSKII-agar produced 2 different colonies with average
diameter of 0.5 to 2 mm, with diffused borders that
penetrated into the agarose. Colonies were visible after 2
weeks of incubation but 3 weeks of incubation were
needed to isolate colonies from plates. Subculture of
several colonies, and examination of cells by electron
microscopy and PCR amplification of 2 phenotypes with
OspA and OspB specific primer showed that phenotype
(A) did not contain the OspA and OspB genes. The
dominant phenotype (B) encodes OspA and OspA-B genes.
Electron microscopy of total plasmid extracted from
DK1 strain has shown that most of the plasmids in this
strain are linear. Electron microscopy of the putative 25
kb plasmid characterized as linear plasmid in 2dimensional gel electrophoresis revealed 25 kb linear
duplex molecules (Figure 6).

Acknowledgments
We thank Niels Høiby and Arsalan Kharazmi for their
helpful advice and reviews of the manuscript, Claus Hansen
from Statens Serum Institute for providing Borrelia strains.
We thank Cloude. F. Garon of the Rocky Mountain
Laboratories (NIH), Montana, USA, for electron microscopy
analysis of plasmids, and Birgitte Glæsner for technical
assistance in electron microscopy of Borrelia strains. This
work was supported by the Ministry of Culture and Higher
Education of the Islamic Republic of Iran. And my special
thanks to Dr Peter Hindersson.
Corresponding author:
Ali KARAMI
Research Center for Molecular Biology,
Baqiyatallah University of Medical Science,
P.O. Box 19945-581 Tehran - IRAN
E-mail: Karami@BMSU.ac.ir

79

Molecular Characterization of Borrelia burgdorferi Linear Plasmids by DNA Hybridization,
PCR, Two-Dimensional Gel Electrophoresis, and Electron Microscopy

References
1.

Assous M, Postic D, Paul G et al. Individualisation of two new
genomic group among American Borrelia burgdorferi sensu lato
strains. FEMS Microbiol Lett 121: 93-98, 1994.

2.

Hovind-Hougen K, Asbrink E, Stiernstedt G et al. Ultrastructural
differences among spirochetes isolated from patients with Lyme
disease and related disorders and from Ixodes ricinus. Zentralbl
Bakteriol Mikrobiol Hyg 263: 103-111, 1986.

16

Crespi M, Messens E, Caplan AB et al. Fasciation induction by the
phytopathogen Rhodococcus fascians depends upon a linear
plasmid encoding a cytokinin synthase gene. EMBO J 11: 795804, 1992.

17.

Hinnebusch J, Tilly K. Linear plasmids and chromosomes in
bacteria. Mol Microbiol 10: 917-922, 1993.

18.

3.

Barbour AG, Garon CF. Linear plasmids of the bacterium Borrelia
burgdorferi have covalently closed ends. Science 237: 409-411,
1987.

Kitten T, Barbour AG. The relapsing fever agent Borrelia hermsii
has multiple copies of its chromosome and linear plasmids.
Genetics 132: 311-324, 1992.

19.

4.

Hyde FW, Johnson RC. Characterization of a circular plasmid
from Borrelia burgdorferi, etiologic agent of Lyme disease. J Clin
Microbiol 26:: 2203-2205, 1988.

Lederer S, Brenner C, Stehle T et al. Quantitative analysis of
Borrelia burgdorferi gene expression in naturally (tick) infected
mouse strains. Med Microbiol Immunol 194: 81-90, 2005.

20.

5.

Hyde FW, Johnson RC. Genetic relationship of Lyme disease
spirochetes to Borrelia Treponema, and Leptospira spp. J Clin
Microbiol 20: 151-154, 1984.

Wheeler D, Lin JH, Chrambach A. Distinction between supercoiled
and linear DNA in transverse agarose pore gradient gel
electrophoresis. Electrophoresis 13: 403-406, 1992.

21.

6.

Hinnebush J, Bergstrom S, Barbour AG. Cloning and sequencing
analysis of linear plasmid telomeres of the bacterium Borrelia
burgdorferi. Mol Microbiol 4: 811-820, 1990.

Lebech AL, Hansen K. Detection of Borrelia burgdorferi DNA in
urine samples and cerebrospinal fluid samples from patients with
early and late Lyme neuroborreliosis by polymerase chain
reaction. J Clin Microbiol 30: 1646-1653, 1992.

7.

Hinnebusch J, Barbour AG. Linear and circular plasmid copy
numbers in Borrelia burgdorferi. J Bacteriol 174: 5221-5227,
1992.

22.

8.

Schwan TG, Burgdorfer W, Garon CF. Changes in infectivity and
plasmid profile of the Lyme disease spirochete, Borrelia
burgdorferi as a result of in vitro cultivation. Infect Immun 56::
1831-1836, 1998.

Marconi RT, Garon CF. Identification of a third genomic group of
Borrelia burgdorferi through signature nucleotide analysis and
16S rRNA sequence determination. J Gen Microbiol 138: 533536, 1992.

23.

Simpson WJ, Garon CF, Schwan TG. Borrelia burgdorferi contains
repeated sequences that are species specific and plasmid
associated. Infect Immun 58: 847-853, 1990.

Wilske B, Preac-Mursic V, Gobel UB et al. An OspA serotyping
system for Borrelia burgdorferi based on reactivity with
monoclonal antibodies and OspA sequence analysis. J Clin
Microbiol 31: 340-350, 1993.

24.

Barbour AG. Classification of Borrelia burgdorferi on the basis of
plasmid profile. Zbl Bakt Suppl 18: 1-7, 1989.

Sambrook J, Russell DW. Molecular Cloning: A Laboratory
Manual. 3rd Edition, Cold Spring Harbor Laboratory Press, New
York; 2001.

25.

Bergstrom S, Bundoc V, Barbour AG. Molecular analysis of linear
plasmid-encoded major surface proteins, OspA and OspB, of the
Lyme disease spirochaete Borrelia burgdorferi. Mol Microbiol 3:
479-486, 1989.

26.

Garon CF. Electron microscopy of nucleic acids. Plenum Press,
New York; 1986.

27.

Samuels DS, Marconi RT, Garon CF. Variation in the size of the
OspA-containing linear plasmid, but not the linear chromosome,
among the three Borrelia species associated with Lyme disease. J
Gen Microbiol 139: 2445-2449, 1993.

28.

Hovind-Hougen K, Hogh P, Birch-Andersen A. Morphological
heterogeneity among spirochetes isolated from cases of swine
dysentery. Zentralbl Bakteriol 274: 1-15, 1990.

29.

Magnarelli LA, Andreadis TG, Stafford KC et al. Rickettsiae and
Borrelia burgdorferi in ixodid ticks. J Clin Microbiol 29: 27982804, 1991.

30.

Demaerschalck I, Ben Messaoud A, De Kesel M et al. Simultaneous
presence of different Borrelia burgdorferi genospecies in
biological fluids of Lyme disease patients. J Clin Microbiol 33:
602-608, 1995.

9.

10.
11.

Xu Q, Seemanapalli SV, Lomax L et al. Association of linear
plasmid 28-1 with an arthritic phenotype of Borrelia burgdorferi.
Infect Immun 73: 7208-7215, 2005.

12.

Plano GV, Barve SS, Straley SC. LcrD, a membrane bound
regulator of the Yersinia pestis low-calcium response. J Bacteriol
173: 7293-7303, 1991.

13.

Kinashi H, Shimaji MM. Physical characterization of SCPI a giant
linear plasmid from Streptomyces coelicolor. J Bacteriol 173::
1523-1529, 1991.

14.

Kalkus J, Reh M, Schlelgel HG. Hydrogen autotrophy of Nocardia
opaca strains is encoded by linear megaplasmids. J Gen Microbiol
136: 1145-1151, 1990.

15.

Bartosik D, Wlodarczyk M, Thomas CM. Complete nucleotide
sequence of the replicator region of Paracoccus (Thiobacillus)
versutus pTAV1 plasmid and its correlation to several plasmids of
Agrobacterium and Rhizobium species. Plasmid 46: 387-92,
1997.

80

